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Competition drives cooperation among closely
related sperm of deer mice
Heidi S. Fisher1,2 & Hopi E. Hoekstra1,2

Among the extraordinary adaptations driven by sperm competition is the cooperative behaviour of spermatozoa1. By forming
cooperative groups, sperm can increase their swimming velocity
and thereby gain an advantage in intermale sperm competition1,2.
Accordingly, selection should favour cooperation of the most
closely related sperm to maximize fitness3. Here we show that
sperm of deer mice (genus Peromyscus) form motile aggregations,
then we use this system to test predictions of sperm cooperation.
We find that sperm aggregate more often with conspecific than
heterospecific sperm, suggesting that individual sperm can discriminate on the basis of genetic relatedness. Next, we provide
evidence that the cooperative behaviour of closely related sperm
is driven by sperm competition. In a monogamous species lacking
sperm competition, Peromyscus polionotus, sperm indiscriminately group with unrelated conspecific sperm. In contrast, in
the highly promiscuous deer mouse, Peromyscus maniculatus,
sperm are significantly more likely to aggregate with those
obtained from the same male than with sperm from an unrelated
conspecific donor. Even when we test sperm from sibling males,
we continue to see preferential aggregations of related sperm in
P. maniculatus. These results suggest that sperm from promiscuous
deer mice discriminate among relatives and thereby cooperate with
the most closely related sperm, an adaptation likely to have been
driven by sperm competition.
In species where females mate promiscuously, sperm competition—
in which ejaculates of multiple males compete for fertilization within
the female reproductive tract4,5—can drive the evolution of physiological, morphological and behavioural adaptations5. Although fertilization success is largely determined by the relative number of
spermatozoa inseminated by competing males, additional sperm traits
can also improve fertilization ability6. Sperm swimming velocity, for
example, is positively correlated with fertilization success in a number
of vertebrate species7–13. Morphological adaptations can contribute to
improved speed14, or more rarely, individual sperm form cooperative
aggregates as they move through the female tract3. Spermatozoa of
muroid rodents seem uniquely suited for this task; most possess a
falciform head with an apical hook15 that is thought to facilitate the
formation1 and/or stabilization16 of sperm aggregations. In the wood
mouse (Apodemus sylvaticus)1 and Norway rat (Rattus norvegicus)16,
sperm form groups or ‘trains’ of up to hundreds of cells that exhibit
increased swimming velocity in vitro. Here we report cooperation in
the sperm of Peromyscus mice and describe a unique adaptive behaviour: the ability to recognize sperm based on genetic relatedness and
preferentially cooperate with the most closely related sperm.
Upon initial release from the cauda epididymis, spermatozoa of
deer mice, P. maniculatus, are highly motile ($90% progressively
motile) single cells, yet within one minute the cells begin forming
motile aggregations of 2–40 cells (Supplementary Movie 1), and continue forming groups for approximately one hour in vitro. Aggregates
1

begin to disperse after approximately 40 min, and by 3 h dispersal is
complete. Sperm cells form groups by attaching to one another at the
sperm head (Fig. 1a) or head hook to midpiece (Fig. 1b). Aggregates
display significantly greater swimming velocity (127.4 6 3.8 mm s21
(6s.e.m.), nindividuals 5 10, ntotal aggregates 5 50) than single cells
(109.8 6 3.7 mm s21 (6s.e.m.), nindividuals 5 10, ntotal cells 5 50;
t 5 3.028, P 5 0.0039). Thus, in this species characterized by a highly
promiscuous mating system17,18 and multiple-paternity litters19,
sperm groups may gain a fertilization advantage in competitive
environments, as they are able to migrate through the female reproductive tract at a greater speed. Cooperation, however, may also be a
risky strategy for sperm, as a portion of cells in a motile aggregation
may undergo a premature acrosome reaction, rendering them unable
to fertilize the oocytes1. Although a sperm achieves the greatest fitness
advantage with a successful fertilization (direct fitness), it can still
improve the probability of transmitting its genes by aiding related
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Figure 1 | Images of Peromyscus sperm in BWW medium. a, b, Phase
contrast image (1,0003) of P. maniculatus sperm aggregates attached at
sperm heads (a) and head hook to midpiece (b). c, Image (4003) of motile P.
polionotus sperm aggregate stained with 400 nM Tubulin Tracker. d, Image
(1,0003) of aggregated sperm observed in a mixture containing sperm from
one P. maniculatus male and one P. polionotus male (midpiece of P.
maniculatus sperm is stained with MitoTracker Red 580 and midpiece of P.
polionotus sperm with MitoTracker Green FM).
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sperm (indirect fitness)3. The benefit of aggregating should therefore
depend on the genetic relatedness of the cells involved; sperm that are
able to recognize relatives, and preferentially associate with them,
should gain a selective advantage in a competitive environment.
If sperm are able to identify and group with related cells, this should
be most pronounced in interspecific pairings, thus we first investigated
the ability of sperm to discriminate between conspecific and heterospecific sperm. In an in vitro assay, we mixed live sperm obtained from
a P. maniculatus male and a male from its sister species, the oldfield
mouse (P. polionotus; Fig. 1c), each uniquely labelled with a fluorescent
probe. Approximately 83% of aggregates included both P. maniculatus
and P. polionotus sperm (for example, Fig. 1d), however we found that
overall groups were composed of significantly more conspecific sperm
than expected at random (t14 5 8.68, P , 0.0001, n 5 15; Fig. 2a).
Spermatozoa of the two species are morphologically similar, yet not
identical20, and both are capable of cross-fertilization and hybridization21. These species no longer naturally co-occur, yet for sympatric
species the ability to identify and cooperate with related sperm may
provide a mechanism for conspecific sperm precedence, whereby conspecific sperm, presumably adapted to the female reproductive tract,
cooperate and outcompete heterospecifics22.
Next we examined intraspecific sperm recognition and took
advantage of variation in Peromyscus mating systems to test the prediction that sperm competition drives preferential cooperation
among closely related sperm. In P. maniculatus, males often copulate
with a female in overlapping series; and in semi-natural enclosures,
copulations with multiple males can occur less than 1 min apart18,
providing an opportunity for sperm of different males to interact.
When we mixed sperm from two unrelated conspecific P. maniculatus
males, each labelled with a unique fluorescent probe, we found that
sperm group significantly more often with sperm of the same male
than expected at random (t7 5 11.963, P , 0.0001, n 5 8; Fig. 2b). In
contrast to the promiscuous deer mouse, its monogamous sisterspecies, P. polionotus, experiences little if any sperm competition23.
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Figure 2 | Preferential sperm aggregations. Proportion of cells in a sperm
aggregate labelled with a single probe (data show mean 6 s.e.m.). Black bars
indicate treatments in which sperm of one male is labelled green and sperm
of another male is labelled red; white bars indicate controls in which sperm
from a single male is labelled with both red and green probes. Pairwise
comparisons between treatment and control groups are by paired two-tailed
t-test with Bonferroni correction, asterisks indicate P , 0.01. Labels below
bars show treatments (left to right): heterospecific mixtures containing live
sperm from one P. maniculatus male and one P. polionotus male (n 5 15);
conspecific mixtures of sperm from two unrelated males of the promiscuous
P. maniculatus species (n 5 8); conspecific mixture of sperm from two
unrelated males from the monogamous P. polionotus (n 5 8); and
conspecific mixture of sperm from two full-sibling P. maniculatus males
(n 5 8). Horizontal lines above bars indicate comparisons between
aggregations of sperm by unpaired two-tailed t-tests with Bonferroni
correction NS, non-significant.

In a study of 220 wild-caught P. polionotus females, none showed
genetic evidence of multiple paternity24. Moreover, relative testis size
is three times smaller in P. polionotus than in P. maniculatus, consistent
with the well-established relationship between relative testis size and
sperm competition25. In contrast to the behaviour of P. maniculatus
sperm, we found that aggregations form indiscriminately in assays
involving sperm of two unrelated conspecific P. polionotus males
(t7 5 0.627, P 5 0.547, n 5 8; Fig. 2c). Our data, therefore, support
the prediction that sperm competition, and thus mating system, drives
the evolution of preferential cooperation among related sperm cells.
Why then do sperm of P. polionotus aggregate at all if the species is
strictly monogamous and lacks sperm competition? Sperm cooperation may benefit monogamous males if the increased swimming
velocity of aggregated sperm allows them to migrate faster through
a potentially hostile female tract3 or manoeuvre around obstacles
while travelling to the fertilization site26. Consistent with these
theories, in the wood mouse, A. sylvaticus, .95% of sperm found
in the uterine lumen following natural matings were aggregates, not
single cells, in over half of the females tested1. Alternatively, it is
possible that promiscuity is the ancestral reproductive strategy in
Peromyscus and sperm aggregation arose before the divergence of
P. maniculatus and P. polionotus, yet the discriminating ability arose
after the divergence.
Owing to limited dispersal and typically high population densities
of P. maniculatus in nature27, a female may often mate with multiple
males that are closely related to one another. To examine the extent of
discriminatory ability of P. maniculatus sperm, we tested the interaction of sperm from full-sibling littermates. Again we found a
greater proportion of sperm from the same male grouped together
than was expected at random (t7 5 3.782, P 5 0.007, n 5 8; Fig. 2d).
Moreover, we found that the average proportion of aggregated cells
from the same male does not differ significantly when we mixed
sperm of two siblings versus two unrelated conspecifics (t7 5 1.447,
P 5 0.191; Fig. 2, horizontal line) or two heterospecifics (t7 5 0.412,
P 5 0.693; Fig. 2, horizontal line), suggesting that P. maniculatus
sperm discriminate equally against sperm of a brother and a heterospecific. Such highly selective aggregations are similar to cooperative
phenotypes seen in social amoebas (Dictyostelium discoideum)28 and
budding yeast (Saccharomyces
cerevisiae)29. In these microbes, a single gene encodes for a homophilic adhesion protein28,29, suggesting that sperm aggregation may
also operate under a simple genetic mechanism.
In competitive environments, the male (diploid genome) benefits
if any one of his sperm fertilizes the egg; thus selection should favour
adaptations that help his sperm reach the egg, such as sperm aggregations. The addition of any motile sperm, related or not, to an aggregate
should increase the speed at which his sperm reach the egg; however,
as all but one sperm fail to fertilize each oocyte, the chance that his
sperm will fertilize the egg decreases as the number of unrelated cells
join the group. From the sperm’s perspective (the haploid genome),
there is also a benefit to joining a group of related or unrelated sperm
to improve its swimming speed. However if that sperm is unable to
fertilize the egg, it can still increase the probability of transmitting its
genes by aiding related sperm (inclusive fitness). Thus selection on
both the diploid and haploid genomes should favour recognition and
cooperation among related cells if fitness benefits (direct and indirect
fitness) outweigh costs (for example, sperm incapacitation due to a
premature acrosome reaction)2,3. Although it is unclear whether the
genotype of the diploid male or haploid sperm30 determines the
observed aggregation phenotype, our results suggest that relatedness
matters for cooperative behaviour in P. maniculatus sperm. In this
system, sperm discriminate against those from a sibling where the
probability of sharing a gene is 25%, and preferentially aggregate with
sperm from the same male where the probability is 50%. By contrast,
in the monogamous P. polionotus, sperm group indiscriminately
with unrelated conspecifics. Our results, therefore, support the longstanding prediction that sperm competition drives the evolution of
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sperm cooperation, and most importantly, cooperation among
closely related cells. Here we have shown that the temporary alliances
among sperm are not passively formed, rather they represent a complex discriminatory behaviour driven by sexual selection.

11.

METHODS SUMMARY

13.

We obtained P. maniculatus bairdii and P. polionotus subgriseus from the
Peromyscus Genetic Stock Center (Univ. South Carolina). Laboratory-reared
males were weaned at 25 days postpartum, housed individually, then paired with
a sexually mature virgin female at 60 days postpartum for 15 days. We harvested
cauda epididymal sperm by making a single cut at the edge of the vas deferens
and incubating epididymides in 2 ml of Biggers-Whitten-Whittingham (BWW)
medium31 for 10 min at 37 uC to release sperm. We observed cells using phasecontrast microscopy (Axio Scope.A1, Carl Zeiss) and assessed straight-line velocity with AxioVision tracking software (Carl Zeiss). Opportunistic observations
of ejaculated sperm (P. maniculatus, n 5 3; P. polionotus, n 5 1) collected at time
of sacrifice showed identical aggregation behaviour as those collected from cauda
epididymides.
For each assay, we labelled two 1-ml aliquots of live sperm with a unique
fluorescent probe (25 nM MitoTracker Green FM and 25 nM MitoTracker
Red 580; Invitrogen). We incubated aliquots for 10 min, centrifuged at 500g
for 5 min, resuspended in 2 ml BWW, centrifuged and resuspended again, all
at 37 uC. We combined equal amounts of live sperm from one male (labelled
green) and a second male (labelled red) and incubated for 30 min at 37 uC. To
control for aggregates formed during the labelling process, we also made a
mixture containing sperm from each male labelled with both red and green
probes. We fixed sperm in 4% formalin and systematically scored 25 aggregates
(mean size 5 12.76 6 1.52 cells (6s.e.m.); Fig. 1d). To measure the relative
amount of aggregation between sperm of different males, we calculated the
proportions of red and green sperm in each group and then compared the higher
of these two values (Fig. 2; black bars) to the expected proportion as seen in the
control assays (Fig. 2; white bars). Thus for each test male, we compared how his
sperm grouped when mixed with unrelated cells (from a heterospecific or conspecific male) and with closely related cells (other sperm from the same male).
Received 24 September; accepted 7 December 2009.
Published online 20 January 2010.
Moore, H. D. M., Dvorakova, K., Jenkins, N. & Breed, W. G. Exceptional sperm
cooperation in the wood mouse. Nature 418, 174–177 (2002).
2. Immler, S. Sperm competition and sperm cooperation: the potential role of diploid
and haploid expression. Reproduction 135, 275–283 (2008).
3. Pizzari, T. & Foster, K. R. Sperm sociality: cooperation, altruism, and spite. PLoS
Biol. 6, e130 (2008).
4. Parker, G. A. Sperm competition and its evolutionary consequences in the insects.
Biol. Rev. Camb. Phil. Soc. 45, 525–567 (1970).
5. Parker, G. A. in Sperm Competition and Sexual Selection (eds Birkhead, T. R. &
Moller, A. P.) 3–54 (Academic, 1988).
6. Snook, R. R. Sperm in competition: not playing by the numbers. Trends Ecol. Evol.
20, 46–53 (2005).
7. Donaghue, A. M. et al. Turkey sperm mobility influences paternity in the context of
competitive fertilizations. Biol. Reprod. 61, 422–427 (1999).
8. Malo, A. F. et al. Male fertility in natural populations of red deer is determined by
sperm velocity and the proportion of normal spermatozoa. Biol. Reprod. 72,
822–829 (2005).
9. Moore, H. D. M. & Akhondi, M. A. Fertilizing capacity of rat spermatozoa is
correlated with decline in straightline velocity measured by continuous
computer-aided sperm analysis: epididymal rat spermatozoa from the proximal
cauda have a greater fertilizing capacity in vitro than those from the distal cauda or
vas deferens. J. Androl. 17, 50–60 (1996).
10. Holt, W. V. et al. The value of sperm swimming speed measurements in assessing
the fertility of human frozen semen. Hum. Reprod. 4, 292–297 (1989).

12.

14.
15.
16.

17.

18.

19.

20.
21.
22.
23.
24.
25.
26.
27.
28.

1.

29.
30.
31.

Burness, G. et al. Sperm swimming speed and energetics vary with sperm
competition risk in bluegill (Lepomis macrochirus). Behav. Ecol. Sociobiol. 56, 65–70
(2004).
Birkhead, T. R., Martinez, J. G., Burke, T. & Froman, D. P. Sperm mobility
determines the outcome of sperm competition in the domestic fowl. Proc. R. Soc.
Lond. B 266, 1759–1764 (1999).
Gage, M. J. G. et al. Spermatozoal traits and sperm competition in Atlantic
Salmon: relative sperm velocity is the primary determinant of fertilization
success. Curr. Biol. 14, 44–47 (2004).
Gomendio, M. & Roldan, E. R. S. Implications of diversity in sperm size and
function for sperm competition and fertility. Int. J. Dev. Biol. 52, 439–447 (2008).
Breed, W. G. Evolution of the spermatozoon in muroid rodents. J. Morphol. 265,
271–290 (2005).
Immler, S., Moore, H. D. M., Breed, W. G. & Birkhead, T. R. By hook or by crook?
Morphology, competition and cooperation in rodent sperm. PLoS One 2, e170
(2007).
Dewsbury, D. A. Social dominance, copulatory behavior, and differential
reproduction in deer mice (Peromyscus maniculatus). J. Comp. Physiol. Psychol. 95,
880–895 (1981).
Dewsbury, D. A. Interactions between males and their sperm during multi-male
copulatory episodes of deer mice (Peromyscus maniculatus). Anim. Behav. 33,
1266–1274 (1985).
Birdsall, D. A. & Nash, D. Occurrence of successful multiple insemination of
females in natural populations of deer mice (Peromyscus maniculatus). Evolution
27, 106–110 (1973).
Linzey, A. V. & Layne, J. N. Comparative morphology of spermatozoa of the rodent
genus Peromyscus (Muridae). Am. Mus. Novit. 2531, 1–20 (1974).
Dawson, W. D. Fertility and size inheritance in a Peromyscus species cross.
Evolution 19, 44–55 (1965).
Howard, D. J. Conspecific sperm and pollen precedence and speciation. Annu. Rev.
Ecol. Syst. 30, 109–132 (1999).
Dewsbury, D. A. An exercise in the prediction of monogamy in the field from
laboratory data on 42 species of muroid rodents. Biologist 63, 138–162 (1981).
Foltz, D. W. Genetic evidence for long-term monogamy in a small rodent,
Peromyscus polionotus. Am. Nat. 117, 665–675 (1981).
Ramm, S. A., Parker, G. A. & Stockley, P. Sperm competition and the evolution of
male reproductive anatomy in rodents. Proc. R. Soc. Lond. B 272, 949–955 (2005).
Holt, W. V. Is semen analysis useful to predict the odds that the sperm will meet
the egg? Reprod. Domest. Anim. 44, 31–38 (2009).
Stickel, L. F. in Biology of Peromyscus (Rodentia) (ed. King, J. A.) 373–411 (American
Society of Mammalogists, 1968).
Queller, D. C., Ponte, E., Bozzaro, S. & Strassmann, J. E. Single-gene greenbeard
effects in the social amoeba Dictyostelium discoideum. Science 299, 105–106
(2003).
Smukalla, S. et al. FLO1 is a variable green beard gene that drives biofilm-like
cooperation in budding yeast. Cell 135, 726–737 (2008).
Joseph, S. B. & Kirkpatrick, M. Haploid selection in animals. Trends Ecol. Evol. 19,
592–597 (2004).
Biggers, J. D., Whitten, W. K. & Whittingham, D. G. Methods in Mammalian
Embryology (Freeman, 1971).

Supplementary Information is linked to the online version of the paper at
www.nature.com/nature.
Acknowledgements We thank M. Manceau and J. Gros for technical assistance
and R. Lewontin for statistical advice. S. Immler, K. Foster and D. Haig provided
comments and discussion on the manuscript. H.S.F. is supported by an NIH Ruth
Kirschstein National Research Service Award. Research was funded by an Arnold
and Mabel Beckman Foundation Young Investigator Award to H.E.H.
Author Contributions H.S.F proposed the idea for the study, collected and
analysed the data. H.S.F. and H.E.H designed the study and wrote the paper. H.E.H.
acquired funding for the project.
Author Information Reprints and permissions information is available at
www.nature.com/reprints. The authors declare no competing financial interests.
Correspondence and requests for materials should be addressed to H.S.F.
(hfisher@oeb.harvard.edu).

3
©2010 Macmillan Publishers Limited. All rights reserved

